Fig. S1
. SMART analysis of three variants of PCDH11Y a (NM_ 032971), b (NM_ 032972) and c (NM_ 032973) using server (http://smart.embl-heidelberg.de/) predicted seven cadherin repeats for all the variants, two transmembrane domains for variant b and one transmembrane domain each for variant a and c. A primer combination involving a forward primer 1F from a 30 bp non homologous region at the N-terminal end of PCDH11Ya and a universal reverse primer 604 R located at 571 nucleotide position of this variant were used to amplify PCDH11Ya. Primers 3164 F and 3840 R were designed from a unique region of 876 bp at its C-terminal end to amplify PCDH11Yc, the longest isoform of PCDH11Y. The primer set to amplify PCDH11Yb included a forward primer 2F at its N-terminal end which share homology with PCDH11Yc and the reverse primer 604R and would amplify both PCDH11Yb and PCDH11Yc. The primers are underlined and marked on the left side. 
